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How can we extract useful information from a genome sequence?

A genome sequence project returns a long, linear list of As, Ts, Gs, and Cs in an electronic file.  Using your new knowledge about what makes up a gene, lay out a strategy for finding useful information from this string of bases.  

· What information would be useful to extract from the genome? (think about the basic information you have been given about the human genome, for instance)

· What would you look for in the sequence of bases to extract that information from the genome?

· How should it be displayed on a computer for maximum usability?

