>ST10

NNANTTAATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCCCCTCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCATTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC
>ST11 

GGGGAAGCAGATTTGGGTACCACCCAAGNATTGACTCCCCCTTGANNNACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACNATAAATACTTGACCACCGTGTAGTACATAAAAACCCANTCCACAGTCAAAACCCCCTCCCCATGCNTTACAAGCAAGTACAGNAATCAACCCTCAACTATCACACATCAGCTGGAAGTCCAAAGCCACCCCTCACCCANTAGGATACCAACAAACCTACCCNCCCTTAACAGTNCATGGNACATAACGCCATTTACCGTACATAGAGACATTACAGTCAAATCNCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGNNCACCATCCTC

> ST19 

GGGGAAGCANATTTGGGATACCACTCCANGATATTGACTCACCCTTNAAGNACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTCAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST20 

GNNNNAGCACACTTGGAACCATCCTCAATTGANTACCCTTAANGNACCGCTATGTATCTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAATCCTCAACTATCACACATTAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST21 

NNTTNTTACACCCTTGAAACCATNCTCAAGNTGCATCACCCCTTAAGGGNGNNGGNTTGNNGTTTCGTANATTNCATGNCCCCCCCTTTGGANTATTGCNNGGTTTAGTANGATAACTTGNCCANGCATGANGGTGACANAGANANGCCCNTATCCANCNTCNNCCNCTCCNCCNNCCCTGGGCTTNANACCANAANGNACCGTTGAGTTATNCTNNCCTNATTTTGNCANNACACNGTAGNGGACANNCCAGANGCGCAGNNGCCAACCTCCCNATGAAGGTGNNCNCNTTACNANGNNNTCTNCCNCCNNTAANCTGATTCCNANNTGNTATTNAAGNATNCTTNNGNGCCATTNNNNNNNNTTGCGNGGNGNNNCNTTTTNTNTNNCCGTTNNGNNNNTCCNNGNNANATANGGGGTTTGTTNTGAACACNNNCNC

>ST22 

GGNCNANCACACCTTGAAACCATCCATCAATTGANTACCCTTAANGNACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAACCCCCCCCCCCCNGGGTTTNAAGGANGGANNGGAATNAACNTTTAANTTTNNNNNATTAANGGGGACCCCAANGNCCCCCCNNNCCCCNTNGGGNNCCAANAAACNTCCCCCCCCTTNAANGGNNNTAGNAAANAANGNCNTTTTCNGGNNATNGNAANTTTANGNCAAATNCCTTTTNNCCCCCNGGGGGGNNCCCCCNNAAAANGGGGGCCNTNGGNCCCCNTNNNA

>ST23 

GGGGAAGCANATTTGGGTACCATCCATGATATTGACTCACCCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGATCACCTGTAGTACATAAAAACCCAATCCACATCAAACACCCCCCCCCATGNTTACAAGCAAGTACAGNAACCAACCCTCAACTATCACACATCAACTGNAACTCCAAAGNCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGNACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGNCCCTTGNCCACCATCCTC

>ST24 

GGNNNNAGGACACCTTGGNACACCATNCATCAANTTGCACTNCCCCTTTAANGGGNACCGCNTATGTGTTTNGATACATTACTGCCAGCCNCTATGAGTATTGTACGGTAACATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACNAGCAAGTACAGCAATCAACCTTCAACTATCACACATCAACTGCAACTCCAAAGCCACCTCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGCCCCCATGGATGACCCCCCTCAGATAGGAGTCCCTTGACCACCATCCTC

>ST25 

GGGGAAGCANATTTGGGTACCATCCATGATATTGACTCACCCNTCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAACCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCCCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGCACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST30 

NNNNNGNTTNNNNTTTTNCTCAATAAANNGTGAGGNCNANANACCTNGGGAACCATCCATNANATTGANTCACCCCATCAACNACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST31 

GGGGAAGCAGATTTGGGTACCACCCAAGATATTGACTCACCCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTAACCACCTGTAGTACATAAAAACCCAACCCACATCAAAACCCCCTCCTCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCATTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCCATCCTC

>ST32 

NGNNCNNNCANANCCCTTGGAACACCATTCCATCAANTTGNANTCNCCCCTTTAAAGGGNCCGNNTATGTATTTCGTACATTACTGCCAGCCCCTNATGAAGTATTGTNCAGCTACCATAAATACTTGACCACCTGNAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGNTTACAAGCAAGTACAGCAATCAACCTTCAACTATCACACATCAACTGNAACTCCAAAGNCACTCCCCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGCCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST33 

GGGGAAGCAGATTTGGGATACCACTCCATGATATTGACTCACCCNTTCAACAACCGCTATGTATCTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCACCCCATGCTTACAAGCAAGTACAGCAATCAACCCCCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGAATACCAACAAACCTACCCACCCTTAACAGTACATAGCACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGCCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST34 

GGTNNNGAACCCTTGAGAACCATGCTCAANTTGANTANCCNTAAGCAACCGCTATGTATCTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAATCCTCAACTGTCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST35 

GNNNAAGNACACCTTGAGANACCATNCATCANNTTGCACTCACCCNTGANCAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGCACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCATCTTTAACAGTACATAGTACATAAAGCCATTCACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST36 

NGTTNTTGCANCCCNTTGGANACGCCATNCATCAANGTTGNANTAGCCCTNTAGGNNNACCGCTATGGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATGAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST39 

NTTCTTCGNATCCCNTANGGACAACCATTGCATCAAANGNNCANTCAGCCCTTAGGGGGACCGCNTGTGNATTTCGATACACTNACTGCCNGCCGCCNCTGCAATATTGTACAGNTANCGGTAGNATACCTTGACCACCTGCNNGTACATAAAAACCCAATCTACATCNAANCCNCCTNCTCNNGCTTACAAGCAAGTACAGCNATCAACCTTCANCTATCACACATCGACTGCGACTCCGAAGCCACNCCTCACCCACTAGGATACCAACAAACCTACCCACCNCTAACAGTACATAGTNCATAAAGCNATTTACCGTACATAGCANATTAGAGTNAAATCCCTTCTCGTCCCCATGGATGANCCCGGNCANATNGGGGTNNNTTGANCACCATCCTC

>ST40 

NNTTNTTGNANCCCNTNGGACACACCATTNCATCAAGNTGNAGTCACCCTTAAGCAACCGCTATGTATTTCGCTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCTTCAACTATCACACATCAACTGCAACTCCAAAGCAACCTCTCAGCCACTAGGATACCAACAAACCTACCTACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST41 

NNTTNTTNAATCCCTTGACACACCATCCTCAAANGNTCATCACCCTTNANGGGGGGTCGGTTGTGGTNTNTGCATACATGNAAGTGCCCCNACCNTTATGGNNTATNGNGCGGTTNGCATANAACTTCTGNTNGCCGGGNGANAAGNATGACTNNTCTGCANCGTNNNNGTTCNNTCCTGATGCTTNNCNGCATNCCCNGGNGTTGAGCGNCCNGATNTNTNNGACNNTANGTGCATNTTCGAGNGAGNCCNGTNNCCTGCTANGANGCCTACAAGCNTNCCCNNCCTTANTNNTCNATTGNACTTANNAGNNTTTNAGCGNNGGNAGGCACNTGNGGGTNGAAANCTTTTNTCGNNGCNNATGGATGATGGGGNTCNTATAGGGNTTCNTGAGACNACCNTCGNC

>ST43 

GGGGAAAATANTTNGAGNACCATCCATNATTNGCACTCCCCTTTANNGNNCACGGACATGATATTTCGAANATTNCTGNCNGCCTCCANGAATATTGTACGGTGCCACTANATACTTGACNACNTGGAGTNCATANAAANNNAATCCACATCANAACCNCCTCNGCATGCTNACAAGCAAGTNNAGCAATCATCCTTCAACTATCACNCATNAACTGNNACTCCANNGCATACCNCTCNCCCACTAGGATACCNANAAACCTACCCACCCTTAACAGTNCATAGTACATNAAGTCATTTANNGNACATAGCACATTACAGTCAAATCCCTTCTCGTCNCCNTGGATGACCCCCCTCATATAGGGGTCCCTTGACCACCATCCTC

>ST44 

NNTTNTTGNACCCTNGACACACCATTGCTNAAANGNTCATNACCCTTANNGGGGGGCGNNNGGTGTTTCGTAGGTTNCGTGCCTGCCCTTATGNNNATTGNANGGGCACTCGTGGNTACTTGAGCNGCTGTAGTAGATAGAAACGCANTCGNNATCAAGNNCCNCCCNNNGNGGTTTCNGGGGGNNNCTGGGTGTCATCCCANATNTTATCACGTNNNNTCNNGNGTTGCGAGGGCNGCCTNTTTGCGGTGGGNTTTGGAACNGCTNCCCGNCCTTTTNGNGNNGGGGTNATGNANNNNTTTGGCGGCTATGGCNAGTTTGTGGTGCAATGNNTTNTNGTCCCCNNGGGNNGNNGCCTNCNGATNGGGGNNCCTTGGCCCCCNNCCTN

>ST45

NNANATTAATTANTANTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCCCCTCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCATTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST46

NNANTTAGTTANTATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCCCCTCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCATTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC
