>ST10

CTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCCCCTCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCATTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC
>ST11 

GGGGAAGCAGATTTGGGTACCACCCAAGAATTGACTCCCCCTTGANNNACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACNATAAATACTTGACCACCGTGTAGTACATAAAAACCCANTCCACAGTCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGNAATCAACCCTCAACTATCACACATCAGCTGGAAGTCCAAAGCCACCCCTCACCCANTAGGATACCAACAAACCTACCCNCCCTTAACAGTNCATGGNACATAACGCCATTTACCGTACATAGAGACATTACAGTCAAATCNCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGNCCACCATCCTC

> ST19 

GGGGAAGCANATTTGGGATACCACTCCANGATATTGACTCACCCTTNAAGNACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTCAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST20 

GGNNNAGCACACTTGGAACCATCCTCAATTGATTACCCTTAANGNACCGCTATGTATCTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAATCCTCAACTATCACACATTAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST21 

NTTNTTACACCCTTGAAACCATNCTCAAGNTGCATCACCCCTTAAGGGNGNNGGNTTGNTGTTTCGTANATTTCATGCCCCCCCCTTTGGANTATTGCNCGGTTTAGTANGATAACTTGNCCANGCATGAAGGANAGANANGCCCATATCCACCNTCAACCNCCCCNCCCTGGGCTTACCAGAANGNACCGTATCTNNCCTNAGNCATCACACAGTAGNGGACANNCCAANGCCAACCTCCCNGTGNNCNCGTTACNAAGNANTCTNCCNCCNNTAAACTGNANNTGGTATTTAAGGATNCTTNNGGGCCATNGNNANNTTGCGGGGNGATNCNTTTTNGNCCGTTNGGNNGNTCCNNGTCANATAGGGGTGTTTTGACCACCATCCTC

>ST22 

GGNCNANCACACCTTGAAACCATCCATCAATTGATTACCCTTAANGNACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAACCCCCCCCCCCCNGGGTTTCAAGGANGGACNGGAATNAACNTTTAANTTTCANNNATTAANGGGGACCCCAANGNCCCCCCNNNCCCCNTNGGGTNCCAANAAACNTCCCCCCCCTTNAANGGNNNTAGNAAATAANGNCNTTTTCNGGNNATNGNAANTTTANGNCAAATNCCTTTTCGCCCCCNGGGGGGNNCCCCCTCAAAAAGGGGGCCNTTGGCCCCCATCNTA

>ST23 

GGGGAAGCANATTTGGGTACCATCCATGATATTGACTCACCCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGATCACCTGTAGTACATAAAAACCCAATCCACATCAAACACCCCCCCCCATGNTTACAAGCAAGTACAGNAACCAACCCTCAACTATCACACATCAACTGNAACTCCAAAGNCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGNACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGNCCCTTGNCCACCATCCTC

>ST24 

GGGNNNNAGGACACCTTGGNACACCATNCATCAANTTGCACTNCCCCTTTAANGGGNACCGCNTATGTGTTTNGATACATTACTGCCAGCCNCTATGAGTATTGTACGGTAACATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACNAGCAAGTACAGCAATCAACCTTCAACTATCACACATCAACTGCAACTCCAAAGCCACCTCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGCCCCCATGGATGACCCCCCTCAGATAGGAGTCCCTTGACCACCATCCTC

>ST25 

GGGGAAGCANATTTGGGTACCATCCATGATATTGACTCACCCNTCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAACCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCCCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGCACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST30 

GGNCNANANACCTTGGGAACCATCCATNANATTGANTCACCCCATCAACNACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST31 

GGGGAAGCAGATTTGGGTACCACCCAAGATATTGACTCACCCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTAACCACCTGTAGTACATAAAAACCCAACCCACATCAAAACCCCCTCCTCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCATTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCCATCCTC

>ST32 

GNNCNNNCANANCCCTTGGAACACCATTCCATCAANTTGNANTCNCCCCTTTAAAGGGNCCGNNTATGTATTTCGTACATTACTGCCAGCCCCTNATGAAGTATTGTNCAGCTACCATAAATACTTGACCACCTGNAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGNTTACAAGCAAGTACAGCAATCAACCTTCAACTATCACACATCAACTGNAACTCCAAAGNCACTCCCCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGCCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST33 

GGGGAAGCAGATTTGGGATACCACTCCATGATATTGACTCACCCNTTCAACAACCGCTATGTATCTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCACCCCATGCTTACAAGCAAGTACAGCAATCAACCCCCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGAATACCAACAAACCTACCCACCCTTAACAGTACATAGCACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGCCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST34 

GGTNNNGAACCCTTGAGAACCATGCTCAANTTGATTANCCNTAAGCAACCGCTATGTATCTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAATCCTCAACTGTCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST35 

GGNNAAGNACACCTTGAGANACCATNCATCANNTTGCACTCACCCNTGANCAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGCACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCATCTTTAACAGTACATAGTACATAAAGCCATTCACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST36 

GGGTTNTTGCANCCCTTTGGANACGCCATNCATCAANGTTGNANTAGCCCTNTAGGNNNACCGCTATGGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATGAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST39 

NTCTTCGNATCCCTTANGGACAACCATTGCATCAAANGTNCANTCAGCCCTTAGGGGGACCGCNTGTGTATTTCGATACACTTACTGCCNGCCGCCNCTGCAATATTGTACAGNTANCGGTAGTATACCTTGACCACCTGCNAGTACATAAAAACCCAATCTACATCAAANCCCCCTCCTCNNGCTTACAAGCAAGTACAGCNATCAACCTTCANCTATCACACATCGACTGCGACTCCGAAGCCACNCCTCACCCACTAGGATACCAACAAACCTACCCACCNCTAACAGTACATAGTACATAAAGCNATTTACCGTACATAGCANATTAGAGTNAAATCCCTTCTCGTCCCCATGGATGANCCCGGTCANATAGGGGTNNNTTGACCACCATCCTC

>ST40 

GGGTTNTTGNANCCCTTNGGACACACCATTNCATCAAGNTGNAGTCACCCTTAAGCAACCGCTATGTATTTCGCTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCTTCAACTATCACACATCAACTGCAACTCCAAAGCAACCTCTCAGCCACTAGGATACCAACAAACCTACCTACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST41 

NNTTNTTNAATCCCTTGACACACCATCCTCAAANGNTCATCACCCTTNANGGGGGGTCGGTTGTGGTNTNTGCATACATGTAAGTGCCCCNACCNTTATGGNNTATTGNGCGGTTNGCATANATACTTCTGCTNGCCGGGAGAAAAGNATGACTCATCTGCACCGTCAANGTTCCCTCCTGATGCTTNCCNGCATGCCCNGGNGTTGAGCGNCCAGATNTNTCAGACANTANGTGCATNTTCGAGGGAGNCCNGTNNCCTGCTANGATGCCTACAAGCNTNCCCNNCCTTAATNGTCNATTGNACTTAANAGNNTTTNAGCGNNGGTAGGCACNTGNGGGTNGAAATCTTTTNTCGNCGCNNATGGATGATGGGGNTCATATAGGGGTTCNTGAGACCACCATCGTC

>ST43 

GGGGAAAATANTTTGAGNACCATCCATNATTTGCACTCCCCTTTANNGNNCACGGACATGATATTTCGAANATTNCTGCCNGCCTCCANGAATATTGTACGGTGCCACTANATACTTGACCACCTGGAGTACATANAAACNCAATCCACATCAAAACCCCCTCNGCATGCTTACAAGCAAGTNCAGCAATCATCCTTCAACTATCACNCATNAACTGNNACTCCAANGCATACCNCTCNCCCACTAGGATACCNANAAACCTACCCACCCTTAACAGTNCATAGTACATNAAGTCATTTANNGNACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCNTGGATGACCCCCCTCATATAGGGGTCCCTTGACCACCATCCTC

>ST44 

NNTTNTTGNACCCTTGACACACCATTGCTNAAANGNTCATNACCCTTANNGGGGGGCGNNTGGTGTTTCGTAGGTTTCGTGCCTGCCCTTATGNNTATTGNACGGGCACTCGTGGNTACTTGAGCNGCTGTAGTAGATAGAAACGCANTCGACATCAAGNNCCCCCCNNNGNGGTTTCNGGGGGGNNCTGGGTGTCATCCCANATNTTATCACGTANNNTCNGGNGTTGCGAGGGCNGCCTNTTTGCGGTGGGNTTTGGAACAGCTTCCCGNCCTTTTAGNGNNGGTGGTAATGAAGNNNTTTGGCGGCTATGGCNAGTTTGTGGTGCAATGNNTTNTNGTCCCCNNGGGNGGNNGCCTTCAGATAGGGGNNCCTTGGCCCCCATCCTN

>ST45

CTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCCCCTCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCATTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC

>ST46

CTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCACCCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTACGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAAACCCCCCCCTCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACATCAACTGCAACTCCAAAGCCACCCCTCACCCATTAGGATACCAACAAACCTACCCACCCTTAACAGTACATAGTACATAAAGCCATTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCCCCTCAGATAGGGGTCCCTTGACCACCATCCTC
